
Table S2. The best-fit nucleotide substitution models for each locus/partition selected from PF 

under the BIC criterion. 

Locus/Partition MrBayes IQTREE BEAST2 

coi_1st_pos GTR + G GTR + G GTR + G 

coi_2nd_pos SYM + G TRNEF + G TRNEF + G 

coi_3rd_pos F81 + I F81 + I HKY + I 

cyt b_1st_pos HKY + G HKY + G HKY + G 

cyt b_2nd & 3rd_pos HKY + G HKY + G HKY + G 

ef1-α_1st_pos JC + I JC + I JC + I 

ef1-α_2nd_pos K80 + I TRN + G TRN + G 

ef1-α_3rd_pos GTR + G GTR + G GTR + G 

tpi_1st_pos K80 + I K80 + I K80 + I 

tpi_2nd & 3rd_pos JC + I JC + I JC + I 

28s 1st & 2nd & 3rd_pos GTR + I K81UF + I GTR + I 

its2 HKY + G HKY + G HKY + G 

 

 


